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Bg#&ACQUITY UPLC I-Class/SM-FTNBIXevo
TQ-XS

ACQUITY UPLC HSS T3, 2.1 x 150 mm, 1.8 um

ACQUITY UPLC PDA% 28

0.4 mL/min

0.05%ZER /KA R

0.05% ZERRY R EZ AR

40°C

5uL

1 mg/mL

1:1 (K:ZB8)

10/

210~400 nm
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FI
owrate | MPA% | M.PB%
(mL/min)
0.00 0.300 90.0 10.0
10.50 0.300 78.0 22.0
19.00 0.300 50.0 50.0
23.00 0.300 10.0 90.0
25.00 0.300 a0, 95.0
26.50 0.300 90.0 10.0
30.00 0.300 90.0 10.0
MSHES:
Instrument parameters ‘ ESI positive ESI negative
Capillary (KV) 2.50 2.50
Cone voltage 40 40
Source temp. (°C) 150 150
Source offset 80 80
Desolvation temp. (°C) 450 450
Cone gas flow (L/HTr) 150 150
Desolvation gas flow (L/Hr) 1000 1000
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Function:1 Survey Scan ( Function:1 Survey Scan 2
Survey | Swich] [Suvey] Svech |
Switch From Switch To Activation Criteria
SeanType [SeanWaveMs  v]  SeanTipe Tigger it
Method Method Trigger Activation Delay (Mins) 0
lonization Mode Ionization Mode ES- - Trigger Senstiviy [Zuaom =
Data Centroid - Data Centroid > Trigger Threshold 3
Mass {m/z) Mass {m/z) Max, Masses of interest per survey scan 2
o = Resume Criteria
A e Total Time in Swiched Scan Mode (5) 2
End 1000 End 1000
Detected Precursor Inclusion
Scan Duration (secs) Scan Duration (secs)
Re-include after Ti 1
Scan Speed |5000 | amu/sec Scan Time 02 e EE)
= Exclusion Window +/- {Da) 05
Scan Time |0.19
Isotope Cluster Range (Da) 3
Cone Violtage Collision Energy
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Trigger Activation Delay (fli&23#0E1ER, min)

min) o
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Trigger Sensitivity (M &ZRRBE) : KEMAswitch-to (F)IRE]) HEUKENESBFNFEFHIES, %
#high (&) . medium (F) | low () ZFHiEHFcustom (BEX) UBNEE,

Trigger Threshold (f& 2 HE) : IEEMAswitch-to (LIHRE]) IHEELUENBEFMFBFMMAEE X
FE, AT REIEEN1I~10, HE1=3.3e4. 2=6.6e4. 3=1.0e5. 4=3.3e5. 5=6.6e5. 6=1.0e6. 7
=3.3e6. 8=6.6e6. 9=1.0e7. 10=3.3e7,

Max. Masses of interest per survey scan (X NPAENRABIRREL) : Mswitch-from (TI#E

) FEPEZEEONNSRABERER (BEFENTFEFE) (R%81) . BITBZREZSHEXENRY]
BREEHRNNREL, 9, U3NRENFREETHER, RER2BFENBRNER N RBRELH it
£o

Total Time in Switched Scan Mode (PR ILAYEESE], s) : EXswitch-to (FJHEE]) FHEERXT
FrAMRESE, fi3iEEmEEE, switch-to (LJ#E]) DheegyElswitch-from (JJ#:E) Ih&E.



Re-include after Time (FEEENNBEZEEREIE, s) | EXER—RER LR FERAHFRIZRER
poBtiE (fIAs) . EIXEMEGE, BREFEZRER,

Exclusion Window +/- (HFf&E O +/-, Da) @ EXAR—REN LU E, EiZREHEEMKLFIHFRE
SEE (B|fiIADa) o

Isotope Cluster Range (BIZ#&ETERE, Da) : EXHIFCEERERE LEMPESE, UMMEKRRE
FREHNEMER,

ZR5111E

FAXevo TQ-XSYHREHREWHITE M DM, FIUEPARTAMERRNAKIASESHEE, FitS5EMN
MSHIFEBFRMABLLIES T OITUE, 58 ZRIBTHRENLC-MSHILC-MS/MSEIEMLL, HFMEFEER
B3 BB BR R IR

Total number of Analysis time for one sample
analytes (peaks)

present in the Survey scan mode
herbal sample A

Conventional MS scan and
daughter scan mode

30 minutes for MS scan
and ~3 to 4 hours for
daughter Scan method
creation and analysis.

30 minutes for
ScanWave MS and
daughters scan
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Xevo TQ-XSETBNEEBEMSH FE FIHERN Z BIREIHR, MMEMBEEREUPLCIE, FIAXMGE, &
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Compound Mode | Parent ion Daughter ion ‘ Reference

Sinapaldehyde + 207.02 146.95,119.00 [1]
. . 352.64, 382.7,
Vicenin - 592.86 472,69, 502.89 [3]
Trans-3'-isopentadienyl-3,5,4'-

trihydroxystilbene - 294.61 182.1 [4]

(IPD) isomer 2
3,4-0-Dicaffeoylquinic acid - 516.46 192.82,174.79, 354.97 [5]
Trans-arachidin-3 - 294.81 112.84, 194,98 [4]
4-0OH-benzoic acid - 7 136.8 91.69, 107.81 6]
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International <https://www.sciencedirect.com/science/journal/09639969>.2016;87:60-67.

2. LC-MS/MS analysis, antioxidant and anticholinergic properties of galanga (Alpinia officinarum

Hance) rhizomes.Industrial Crops and Products <
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